






Masahira Hattori (MH), e-mail message to Kathryn Maxson (KM), 26 

July 2012 
 
1) KM: We have on record that you attended the International Strategy Meeting on 
Human Genome Sequencing in Bermuda in 1996. Is this correct? 
 
MH: Yes, it is correct. This was the first International Strategy Meeting on Human Genome 
Sequencing. 
 
2) In what capacity were you invited to the Bermuda meeting(s)? Whom were you 
representing? 
 
Two persons, Dr. Naotake Ogasawara and I, attended the meeting from Japan, and I was the 
representative. At the time, I was a team leader of the sequencing team in the Japan human 
genome sequencing project directed by [Yoshiyuki] Sakaki. Ogasawara was also a leader of the 
bacteria genome sequencing project in Japan. Therefore, two of us attended the meeting mainly 
with a technical interest in genome sequencing. 
 
3) If you can recall, what was your understanding in advance of what was to be discussed 
and, what were the motivations for the meeting? 
 
My main purpose in the meeting was to get to know the technological strategy for human 
genome sequencing, to know target chromosomes and the sequencing capacity of other countries 
or teams, and to present the plan for human genome sequencing in Japan.  
 
The meeting discussed not only technologies, but also political issues such as the Bermuda rule. 
Therefore, I now understand that the meeting was held to share the timetable and target 
chromosomes for sequencing, the situation of financing support from funding agencies in each 
country, and to get agreement to the Bermuda rule from all the participants. 
 
4) Describe from your point of view the tenor and content of the discussions in the 
meeting(s). For the 1996 meeting you attended, we are most interested in the final session, 
during which John Sulston of the Sanger Centre articulated what became the first draft of 
the Bermuda Principles on a white board. Do you remember this session, and what were 
your reactions to it? 
 
As I expected before the meeting, a lot of things were discussed about the overall strategy for 
human genome sequencing, a variety of sequencing technologies, the capacity and funding of 
sequencing in each country or team, and target chromosomes of each country. Since we had 
already started the sequencing of chromosome 21 funded by JST, I presented the progress of 
chromosome 21 sequencing in the meeting. 
 
Although I was surprised by the Bermuda rule proposed by Dr. Sulston because I never expected 
to meet an issue of data release policy of human genome sequence, I understood and adhered to 
most of items in the proposal. Sakaki and I already considered that data should be shared 
internationally but did not discuss how we do that. Since we did not discuss about “immediate 



release” of sequence data, I could not have any reaction and opinion to this issue as the 
representative of Japan.  
 
I thought that many researchers, especially U.S. and U.K. researchers, already knew the outline 
of the Bermuda rule. I was unexpectedly blamed by some U.S. researchers when I presented our 
progress on chromosome 21 sequencing. At the time I had no idea why they blamed me, but I 
understood why they blamed me when I met Sulston’s Bermuda rule proposal in a later session. 
That is, it is because we, the Japanese group, did not internationally declare the sequencing of 
chromosome 21 before starting it, which was judged to be against the Bermuda rule. However, 
we had no means to get to know the Bermuda rule before the meeting, and did not know the plan 
of chromosome 21 sequencing in U.S. as well. In the meting, teams in the U.S. and Germany 
also announced chromosome 21 as a target. 
 
5) What issues with the Bermuda Principles were more problematic or controversial to 
you? Were these opinions in line with those of the organization or agency you were 
representing at the time? 
 
As mentioned above, the most problematic item for us was the immediate release of sequence 
data into the public domain. This is because the funding agency JST and the Sakaki team had 
agreed and planned to use the conventional process of data release as other research projects 
carried out. The conventional process brings about a time lag of data release compared with the 
immediate process.  
 
6) In his interview with us, Prof. Yoshiyuki Sakaki refers to “traditional data release 
policies” that would have been adopted for federally funded genomics research in Japan, in 
the absence of the Bermuda Principles. If possible, could you describe the traditional 
policies to which Prof. Sakaki is referring? Also, are these policies written down formally in 
any documents? And if so, might you be able to direct me to these documents? 
 
The conventional process of data release mentioned above is similar to the “traditional data 
release” referred to by Sakaki. This is data release performed simultaneously with the paper 
publication to journals. Therefore, sequence data are not released to public domains until the 
researchers have published papers on sequence data. This policy is common in the world at the 
time and even now, and funding agencies do not care at all about when the researchers release 
data, namely the timing of data release depends on funded researchers but not on funding 
agencies in Japan. Therefore, the formal document of “traditional data release policies” probably 
does not exist. 
 
7) Was the Japanese Human Genome Project data release policy (as described above, with 
the 3-month delay on release of finished sequence but no delay in the release of unfinished 
sequence) written down anywhere? Or did you understand it as Prof. Sakaki did, as an 
unwritten agreement with STA and Monbusho? 
 
I do not know whether the document written about the 3-month delay on release of finished 
sequence exists or not. I think that probably, it does not. I also understood the policy with the 3-
month delay on release of finished sequence but no delay in the release of unfinished sequence.  



8) Do you remember the reason for the policy described above? If so, could you describe 
your understanding of the motivations for this policy? 
 
In the absence of the Bermuda rule in October, 1995, the Japan human genome sequencing 
project was launched by funding from JST to four teams, Sakaki and I of University of Tokyo, 
Keio University, Tokai University, and the Japanese Foundation for Cancer Research in Japan. 
JST’s role in this project was to collect and compile all the data generated from the four teams, 
release data to public data banks such as DDBJ, and construct their own database. 
 
After the Bermuda rule was proposed, Sakaki and JST/STA/Monbusho tried to adhere to the 
Bermuda rule as much as possible. The Sakaki team performed immediate data release of 
unfinished sequence without problem but release of finished sequence was JST’s business and 
JST needed further 3 months to check and compile the data.  
 
9) To your knowledge, did the other three Japanese genome groups (aside from Prof. 
Sakaki’s group) ever begin to release their unfinished data immediately via their WWW 
websites? Or did they continue to use the JST policy, and release only finished sequence 
data after the several month delay? 
 
I think that two teams (Tokai University and Japanese Foundation for Cancer Research) used the 
JST policy but did not adhere to immediate release of unfinished sequence. The Keio University 
team adhered to immediate release of unfinished sequence as the Sakaki team did. 
 
The JST project funded to the four teams was over in September 1998, and the Japan human 
genome sequencing project was restarted and continued by JST funding to only the Sakaki team 
from October 1998. Therefore, two teams (Tokai University, and Japanese Foundation for 
Cancer Research) continued the JST policy of data release, and later published their sequencing 
results with deposition of sequence data in DDBJ through JST.  
 
10) Were you aware of the letter sent to Prof. Matsubara in March 1998, from Francis 
Collins, Aristides Patrinos, and Michael Morgan? And if so, do you know if there was ever 
any formal response to the letter on behalf of the Japanese Human Genome Project? 
 
I do not know about this. Probably, Sakaki knows. 
 
11) Finally, this letter mentions that, “the JST plan is being reconsidered over the next few 
months. This would seem to be an opportune time to revise the current policy." Do you 
happen to know if this policy was ever revised? And if so, what were the changes, and were 
they ever written down? 
 
The JST policy was reconsidered and changed when the JST project funded to the Sakaki team 
was restarted in 1998. At the time, the data release policies changed to immediate data release of 
both unfinished and finished sequence according to the Bermuda rule, and data release was done 
directly by the Sakaki team and not though JST. 
 
I do not know the document in which this change was written. 



12) Do you have any closing comments about the Bermuda Principles and the Human 
Genome Project in Japan, that you would like to share with us but which were not covered 
in your answers to the questions above? 
 
Dr. Watson took a lot of pictures by his camera in the first meeting in 1996. But I have not yet 
had an opportunity to see them… 
 
My unforgettable impression was that all the members including Dr. Watson who were 
participating in the meeting were excited unusually. This unusual atmosphere of the meeting 
made me appreciate the importance of the Human Genome Project. 
 
 



Masahira Hattori (MH), e-mail message to Kathryn Maxson (KM), 13 

September 2012 
 
1) KM: What is the current policy of the Japan Patent Office on patenting DNA-related 

inventions?  As far as you know, is this the same policy that existed at the time of the 
Bermuda Rules (1996-1998)? 
 
MH: Most researchers in universities and private companies in Japan release their sequence data 
from DDBJ immediately after patenting and publication. I think that the Japan Patent Office has no 
right to regulate when researchers or companies disclose their data to the public domain. On the 
other hand, a few researchers in universities and research institutes release data before publication. 
This means that the timing of data release is decided by researchers and is not regulated by funding 
agencies and government. A minor group follows the Bermuda rules and the majority does not; 
there is no strict policy on data release in Japan. 
 

2) I have read that at the time of the Bermuda meetings, Japan was in the process of enacting 
legislation similar to the Bayh-Dole Act in the United States (1980), which would allow for 
more efficient technology transfer to industry of patented inventions drawing upon publicly 
funded research. This would have been very important in the time of the Human Genome 
Project in Japan because of the potential biotechnology inventions coming from publicly 
funded, human genomics research. 

 
a. Is it true that there was new intellectual property legislation at this time?  If so, do you 

happen to know the name and year of the new law?   
I do not know. The Human Genome Project directed by Sakaki in Japan had no tight 
relation to technology transfer to industry and biotechnology. At the time, companies like 
Hitachi independently tried to develop machines like sequencers, and applied patents in 
some cases. 
 

b. Would/do professors or researchers have the right to patents on publicly funded 
inventions, or would someone else own them (government, university, lab, industry)?  
If there was indeed a new patent law at the time of the Bermuda meetings, how did 
this situation change, if at all? 
This depends on how the research is performed. In the case of publicly funded research, 
researchers and their universities or research institutes have the right to patents. Similarly, 
when publicly funded researchers collaborate with companies, the researchers, their 
universities or research institutes, and collaborating companies have the rights to patents. 
My own recognition of patenting is a kind of rule and I do not know whether this is a law. 
 
[KM: According to Sakaki, there was indeed a new patent law enacted in Japan in 1999. It 
stipulated that patent rights for nationally funded inventions belonged to universities or 
research institutions. Previous Japanese law granted these rights to the government.] 

   
3) In previous questions, we discussed JST’s policy of immediate release of unfinished sequence 

by researchers and a 3-month delay on the release of finished data through JST. You 
mentioned that this was probably not written down in a formal document. You also described 
how the delay was used so that JST could check and compile the data before release to DDBJ 
and its own database.   



Do you believe that patenting played a role in this delay as well?   
 
It is obvious that patenting had no relation to this delay. The delay by JST was mostly due to data 
handling and analysis for construction of their database.  
 
If so, how? For instance, German and French labs were concerned about immediate release 
of sequence data because the European Patent Office does not allow patent applications on 
inventions drawing from data that have already been placed in the public domain as prior 
art. The Bermuda Rules could have prevented patents drawing directly from primary human 
sequence data (for instance, patents on genes), since this data would have been immediately 
released. American researchers did not have this problem due to a one-year grace period to 
file for patents after the relevant data had been placed in the public domain. What was the 
situation in Japan? 
The Japan Patent Office takes the situation similar to the European Patent Office, but I do not know 
the details about patenting. 
 

4) In previous questions, we discussed a letter sent to Kenichi Matsubara of Osaka University in 
March 1988, from Francis Collins, Aristides Patrinos, and Michael Morgan. You mentioned 
that you did not know about the letter.  But do you perhaps know how to get in contact with 
Prof. Matsubara? If possible, I would like to get in contact with him. 
In a separate email, I provided Matsubara’s address. 
 

5) Finally, I attached two documents to this email, along with this list of questions.  The 
documents describe, I think, the JST program’s data release procedures for human sequence 
data.  I believe one is from 1997 and one is from 1999.   

 
a. Have I correctly identified these documents?  If not, do you know what they are? 

Yes I think so.  
 
b. I found these documents on the Internet by searching for genome data release 

policies for the HGP in Japan. Yet they did not seem to come from a website or a 
report, but rather were just two free standing downloads.  Do you happen to know 
where these documents came from?  
I asked about the documents to one of the authors. From his answer, these two 
documents are the abstracts of their presentations about database construction for 
human genome sequences in academic meetings. I remember they sometimes presented 
these posters about the database in meetings about biology and informatics. 
 
[KM: The posters to which I refer are available at the locations below. My thanks to 
Yoshiyuki Sakaki for providing the bibliographical information.] 
 
ALIS Sequencing Database for Large Scale Human Genome Project, Genome 
Informatics Vol. 8 (1997), pp. 278-279. 
https://www.jstage.jst.go.jp/article/gi1990/8/0/8_0_278/_article 

ALIS: Data Management Systems for Human Genome Sequencing, Genome 
Informatics Vol. 9 (1998), pp. 319-320. 
https://www.jstage.jst.go.jp/article/gi1990/9/0/9_0_319/_article 
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