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Okay, so we’re on the record. We have [BCD] and [KM] here with [GCameron].
And just to confirm for the tape we have your informed consent archived. Thank
you for sending that. Thank you very much for agreeing to talk with us, even an
hour early because we haven’t figured out how to coordinate daylight savings
time. So did you have any questions about the informed consent before we get
started in earnest here?

No, I’'m perfectly relaxed about it.

Hopefully it will be fairly harmless.

So we might just outline what we’re going to do, is we will transcribe this
interview. It will get sent to you however you want it sent, either via Dropbox or
email. And we’ll include a form that basically gives you control over how the
material will be used. And the only document that would be made public is the
transcript once you’ve had a chance to go through it.

So if [ say something stupid I will have another chance.

You get a chance to pull it out of the text.

Yeah, okay.

And the audio files will go onto a drive that only we have access to and it’s
protected and it’s off the Internet and all that.

Okay.

Great. Well I guess the best place to start would be the fact that we have you,
according to the invitee records for the Bermuda meetings, as being there in 1997
and 1998 but not in ’96. And you indicated that you were only there in 1996.

I’ve certainly only been there once and I do think it was the first meeting. There’s
a photograph of everyone on the steps, I seem to recall. I was in the front row.

I think we do have that photograph, and it was the 96 meeting. But I don’t
remember who’s on it. So we’ll have to take a look at it.

That’s the one with Jim and ... yeah. Well a good way to tell would be if you
remember the last session of the meeting where John Sulston wrote up on the
whiteboard a set of principles for data sharing for the first time. Were you at that
session and do you remember that?
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I don’t remember clearly, but I’'m very confident that at the start of the meeting at
which I attended the phrase, Bermuda Principles, had not been invented. It was
invented at that meeting or after that meeting.

Yeah, so that would be the 96 meeting. So we’ll try to triangulate on this and
maybe Michael Morgan will have some records of that or something.

It sounds like the Bermuda meetings are the core of what you want to talk about,
whereas from my perspective, that was a punctuation mark in a very long history
of trying to promote data sharing.

Well that’s a really good reason for us to talk to you. So if you could tell us, and I
presume that you were there, could explain to us why you might have been
invited to the meeting, what you were doing at the time and we’ll just let you run
for a minute and then we’ll start punctuating your stuff with some questions.

Actually [BCD], you and I have met, you probably don't remember.

Yeah, yeah, yeah. And in fact I'm assuming you were at EMBL Bank at that
point, is that right?

I think we met at a Waterville Valley meeting or something like that?
Yeah, yeah, yeah. I roomed with Dan [Inaudible?] and Jim ...
And Dr. Cameron, [BCD] is still blushing from the praise.

And he’ll treat me gently in print. So basically, let me give you the background. I
joined EMBL shortly after they decided to set up the EMBL data library. The
decision was actually taken in 1980. And this became the first publicly funded
DNA sequence database. I joined that operation in 82 in Heidelberg and took
over the leadership of it in *86. We quickly became involved in data sharing with
GenBank in the USA (which was set up very shortly after us).
It was at that time that we began negotiations to have scientists deposit data with
us. In the beginning, DNA sequences were printed on the pages of journals and
we typed them into the computer!

It was fairly clear to me that this was going to be big business in the long run, and
so in the late 80's I started working on proposals for what became the European
Bioinformatics Institute. And the seed of that had been the EMBL data library. By
the time all this was happening we got involved in the SWISS-PROT protein
sequence database as well, and we had ambitions on other biomolecular data

types.



Interviewee: Graham Cameron
Date, location, method: 16 March 2012, Durham, NC, by phone
Interviewers: Kathryn Maxson, Robert Cook-Deegan

BCD:

GCameron:

BCD:

GCameron:

Page 3 of 15

Eventually in 1992, the EMBL Council decided to establish the EBI as a specialist
unit for these data and information services, and it was subsequently decided to
locate the EBI in the UK next to the Sanger Center, which provided an ideal
scientific context. The Wellcome Trust and the UK MRC funded the transition
from Heidelberg.

I actually came here as the first EBI employee of the place in 1993. It established
itself as the European center for public-domain biomolecular data, and our most
prolific data provider was the Sanger Center next door. This is clearly why I was
invited to the Bermuda meeting. I'm ashamed to say that I can't remember who
was there from GenBank.

And, [GCameron], do you know if you, were you invited by Michael Morgan or
John Sulston, or do you know who invited you?

The letter of invitation came from Jilly Steward at the Wellcome Trust. I believe
Michael Morgan was the instigator.

So could you give us a little bit of your perspective and your background on data
sharing leading up to the meeting and the degree to which the Bermuda Principles
mattered?

Okay. My take on it may be very low key by comparison with the lofty, noble
Bermuda Principles.

The EMBL Data Library was conceived by Ken (now Sir Ken) Murray, and Greg
Hamm was hired to run it. I joined the operation in 1982 - some months after it
was announced but before we had actually delivered any data.

In the U.S. discussions analogous to those, which spawned the EMBL Data
Library, were going on, and these resulted in the GenBank project. There was a
rather rapid agreement that we should collaborate rather than compete, so that the
scientific community should get one single data collection.

We agreed to meet on a regular basis with the GenBank team to discuss the
strategic and technical aspects of data sharing, and that collaboration still exists
today (now including Japan too).

In the early days there was anxiety that the databases might collect any old data of
doubtful origin or quality, and thus a high level principle that we should collect
only data associated with peer-reviewed publications. In truth often scientists had
high quality data more extensive than that published, and the databases had
inadvertently become crucial to the scientific record. (We were vaguely uneasy
about this, but didn't quite realize that we were actually struggling with issues of
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data persistence, “citability,” and provenance which were actually destined to
become very important electronic information.)

The notion that scientists should deposit biomolecular data associated with
publications predates the DNA databases by a decade or so. The PDB database
had long been collecting X-ray crystallographic data. This database and
subsequent databases raised a key issue - to what extent should a scientist have
the right to hold on to his/her data and the exclusive right to analyze and exploit
them before releasing them to the community.

In conventional "hypothesis driven" science, no one would expect data to be
released before publication, becuase historically publication was, in effect, data
release. High-throughput science and electronic data storage however, made it
impossible to "publish" all raw data.

The conventional view in the biomolecular arena is that, when an article is
published, the data associated with it should be made available. Historically a
case had been made for withholding data even after publication (usually with
some time limit) because sometimes, complex data could lead to several
publications.

I guess that the Bermuda Principles on data release seemed to me to be a natural
continuation of the common-sense schemes whereby we were acquiring data from
researchers. We were saved from typing all the damned sequences in ourselves by
schemes that ensured sequence data were deposited as a condition of publication
(for extra laughs, by the way, the GenBank contract not only expected data to be
typed in - it required that the entire database be made available in printed form).
Thus EMBL, GenBank and DDBJ had a well-established scheme for data
acquisition, sharing and distribution, and had become key to the scientific record.
We of course asserted no ownership of the data and made no money from
distributing them. This was crucial because we depended on the goodwill of the
scientists to do the work to give us their data. In my view that goodwill would
evaporate rapidly if were protectionist or commercial in our delivery of the data.

So what changed which "required" the Bermuda principles, you might ask?

In the race for the human genome funders diverted from conventional (biological)
science funding. This was not hypothesis-driven research. The centers doing
genome sequencing had been funded to create a data set of generic value - the
very justification for funding them was so that they could give data to the world.
For this reason, we wanted to be damn sure there was no confusion about data
release. Nothing in the "contract" said "and by the way, you can analyze these
data and publish before anyone else” - no research proposal had been written
which evoked any privilege. So immediate release was to demonstrate
committment to this mission.
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Perhaps the second thing that created the need for the principles was the dawning
of a realization that ownership could be an issue. We had sold the project, at least
in part, on its societal benefits. Where there's benefit there's value, and where
there's value there's commercial potential - provided you can protect your
intellectual property — and it had become necessary to indicate that this was not
what the genome project was about.

I think this is when John started saying, we’re being paid to do this for the
scientific community and therefore it’s our obligation to release it to the scientific
community. The very justification of the research that we did was that the data
would be made available.

It's analogous to the sky surveys that astronomers do. Modern astronomers, as far
as I can see, never look down a telescope. They analyze sky survey data. Those
paid to do a sky survey are sure as hell expected to release the data to the other
astronomers.

So it’s a little bit off-topic but I actually want to ask you a question about it
because we’ve got you on the phone and it’s very interesting. We’re probably
going to dig deeper into the earlier history. You talked about this early discussion
with GenBank, and I think your turn of phrase is you decided to collaborate rather
than compete. And I can imagine that it could have gone the other way. Is there
any way to ferret out the early history of EMBL? Christian Burks has given us a
bunch of information on the Los Alamos view of the history, and of course we’ve
read about Margaret Dayhoff and Bruno Strasser in this area. But are there
documents that have the perspective of the EMBL, because you guys were
actually the first to get up and running, right?

There is remarkably little public documentation. I have minutes of meetings and
things like that, but it's all a bit haphazard. I don’t think the principle of sharing
was very clearly enunciated. It just seemed to be common sense, and I do believe
the funding agencies were telling us that they wanted one shared archive. There
actually was an ugly mood in the community because, at first, the EMBL and
GenBank databases were incompatible. We had based our collection on work
from Kurt Stueber from Cologne and GenBank was seeded by the work of Walter
Goad at Los Alamos. The community perceived the incompatibility as evidence
of disagreement between the two groups. Nothing could be further from the truth
--we each had inherited legacy structures, and both of us saw enormous
weaknesses in both databases. We were striving together to find common
solutions that actually worked.

While all this was going on, there was a meeting that was seminal in formalizing
the collaboration, and I think that was in ’86 or ’87. NIH and EMBL jointly
funded a meeting at EMBL Heidelberg, which discussed the collaboration. The
EMBL-GenBank collaboration was agreed to be "a good thing". Future inclusion
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of Japan was encouraged, and a (still-existent) international advisory committee
was set up. I believe Jim Cassett was the NIH officer involved.

Cassett? Jim Cassett, who was the GenBank project officer?
Jim Cassett, yes.
Yeah, from NIGMS?

Yes - he was the U.S. organizer and I was the European organizer. The meeting
was about collaboration, and I don’t think anyone ever entertained the idea that it
should be a competition. In truth there is some competition that is probably
healthy. Whilst we shared the same data set, we definitely wanted to be the best
in serving our users. This is probably sensible - to create one scientific archive
makes sense, but the more creativity applied to service, the better science will be
served. (The PDB operation has in the meantime evolved into a tripartite global
collaboration that explicitly favors competition in services but forbids competition
in terms of the actual content.)

Yeah, so just one last question on that, though. Would that dynamic of interaction
have been different if GenBank had gone to Margaret Dayhoff?

That’s hard to know. There was a lot of bitterness in that GenBank didn’t go to
Margaret Dayhoff. Margaret died very soon after I became involved, and I never
met her myself. It has even been speculated that devastation at failing to get the
GenBank contract may have contributed to her early death.

I think her work in some senses predated the sharing ethos. Of course one must
realize that secure governmental infrastructure funding makes it much easier to
entertain the luxury of open sharing. In the hand-to-mouth existence of
conventional science funding it is easy to see why you'd want to protect your
competitive edge.

To be honest, Greg, my predecessor, who was there at the start of the operation,
had a lot of interaction with Margaret and will be better able to comment.
However, I had the impression that there was more possessiveness about the
project from Margaret.

Okay, I was just curious on that part of the history, because we are interested in
reconstructing. At some point we're going to go back I think and look at the early
history of the databases because some fateful choices were made.

You should have called me earlier because I’'m retiring from this job in two weeks
and I’ve just thrown away about 50 kilograms of paper; probably some of it was
historical documents.
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Is it still in the dumpster? Can somebody go save it?

Actually, I’ve kept quite a lot of that stuff and you've obviously met such as
Bruno Strasser and other people who’ve tried to do a bit of historical mining. I get
the impression that the government projects in the USA by their nature keep
better records than we have in Europe. I have lots of stuff lying about, but there’s
not much system or order to it. However, my Director General just yesterday was
saying, "you must write a history before it gets forgotten".

I second his vote.
Yeah, I agree.

But—to the Bermuda meeting: There was a lot of high pressure for very
aggressive, open, sort of things released within 24 hours and so on. As I said
earlier, what mattered most to me was that the project was being funded on the
basis that it was going to be useful science in general, so we ought to make the
data available to science in general. The participating labs had never made any
claim to have privileged access to those data and were being funded to serve all
scientists. That was clearly underlined in the Bermuda Principles.

I had been so obsessed with data sharing for so many years that it felt that the
human genome was a point on a journey rather than a destination. With hindsight,
I guess I probably didn’t attach as much importance as I should have.

So on this point, given your perspective as one of the people running one of these
databases, what about the point of release? That is, the timing of release. There’s
this fairly strong consensus and norm of sharing the data at point of publication.
But this of course was a new rule of disclosing not only pre-publication but in a
context where it wasn’t clear even what publication would mean.

Reiterating what I’ve already said, this project was not an investigation that was
destined for conventional publication. It was the creation of a generic dataset. So
it felt perfectly clear that there was no sense in which the collaborators on the
human genome project ought to have the right to hold onto those data until they
were perfectly satisfied that they’d got all the publications they could out of them.
There were of course also the anxieties about protection through patenting—
which have turned out to be largely unfounded.

From my point of view, all I want is the data to be released at the earliest point at
which it’s useful to my users. The Genome Worshippers however were driven by
the principle that the data should be demonstrably released as part of their moral
contract with society. I think I now understand and sympathize with that principle
better than I did at the time.



Interviewee: Graham Cameron
Date, location, method: 16 March 2012, Durham, NC, by phone
Interviewers: Kathryn Maxson, Robert Cook-Deegan

BCD:

GCameron:

BCD:

GCameron:

GCameron:

Page 8 of 15

At the time it was often a headache. Raw data of very little use (if usage statistics
are a good metric) such as trace data cost substantial effort which, it seemed to us
could have been better directed to users' needs.

So tell us a little bit about the flow of data. This raises the question of what does it
mean to release data in what state of repair? Tell us a little bit about the role of a
database at the time that these meetings are taking place, of what the flow of DNA
sequence information was.

Probably our life was easier in Europe than the USA. The historic model for the
databases was that a submitter at a particular lab would do some sequencing
associated with some investigation and then send the data to us: conventional
investigative science.

The high throughput centers were very different and were very significant
computer operations in their own right. They ran their own databases of all the
data that they had determined. There were a handful of such centers. There was no
rule that said U.S. operations deposited the data with GenBank and European
operations deposit their data with us, but that was what happened. We had
effectively one major sequencing center, the Sanger. It was about 200 meters from
our office. We could go across and talk to them, so it was easy to establish
protocols that talked database to database, so we sucked data straight out of their
computer systems into our systems. And it was a good, strong, warm
collaboration that both parties wanted to work. I wouldn’t dare to comment on
exactly how all that worked in the USA, but clearly it was a lot more complicated.

So contrast that situation with what happened with yeast.

I don’t think I even can recall desperately well what happened with yeast. And
you recall...my memory is fading really badly...there was an agreement, wasn’t
it, with MIPS in Martinsried to collect yeast data.

So you mentioned that obviously you’re 200 meters from Sanger and that it was
easy to get the data. But how did the process work with Germany and France,
who presumably were ...

No one was on the same scale as the Sanger, but we did establish sensible bulk
data ingest systems for all centers that needed them.

Actually, dealing with a huge flow of data from a high throughput center is
relatively easy because by definition they must have standard systems in place,
meaning that you get data in a well structured form. It’s far more difficult to take
1,000 bases from 1,000 different scientists than to take a megabase from one high
throughput center. There was nothing incredibly clever about it, because the high
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throughput centers were so small in number that it was very easy to just work out
the arrangements with them in Europe.

So, [GCameron], going back to the significance of the Bermuda meetings, your
perspective is valuable in the sense that I think the term that you used is, it was
more a punctuation mark than a landmark, or something like that.

That was my perception. I suspect if you spoke to John Sulston he would say, “If
that’s what [GCameron] thinks he didn’t quite grasp the situation.” There was a
lot of scientific and emotional and political energy invested in all of that activity.
And many of the individuals that were involved are still carrying the scar tissue
from that negotiation, so they see it as a very major and very significant step.

So as an observer of some of the battle scars as they’re being inflicted, do you
have any feel for how the meeting...what was the tenor of the meeting? And as
you’re watching this happening what are some of your feelings about what was
going on?

To me it seemed surprisingly fairly straightforward. I may have missed some of
the undercurrents. If I'm allowed to be arrogant: I was well versed in the language
and issues of data sharing; it had been my job for almost two decades already. I
felt that the endpoint was obvious and I just had to wait for a bunch of beginners
to find their way to it. I can remember Jim Watson having some kind of a tantrum.
I can’t remember what was said. I can remember some of his colorful language
but not what the tantrum was about.

So you may have been at the Battle of Stirling Bridge but ...

I’'m sorry, I should be able to do better at remembering this. Because in truth I
became more involved in the...my energy was getting soaked up. There was an
enormous sort of struggle going on about who was doing what in the human
genome and how the data was going to be released and so on. We were running
this service operation here in Europe, and the people we were getting grief from
were our users. So actually our energy was almost entirely dedicated to thinking
about the user community. I can’t remember what it was now. GenBank had more
users than us. There are probably three million user sites in the world or
something like that, that are using our services, and they were giving us grief
about the way that we were making information available. So the energy of the
EBI was about how to make these data useful to the scientists that accessed them.
And I got a sense [ would always say, yeah, I can see that. [ was almost resentful
of the level of influence that the data producers had over the operation of service
centers like us, because actually our users weren’t like them and we were under
pressure to produce services that were the kind of services a genome sequencing
center would want. And they were a very small fraction of our user community.
So I’m quite bad tempered with them at that stage, in fact.
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How would you characterize your major users at this time?

Well I can’t recall what they were like. In a sense, you used the phrase “major
users” there. Now actually the major users, in terms of sheer volume of users,
weren’t big sequencing centers and genomics researchers and bioinformaticians
who were making heavyweight usage of our data. They had offices full of geeks
who did all this computing stuff, and almost no matter what you gave those geeks
they would tell you that it was rubbish. But actually, they had the technical
expertise to do what they wanted anyway.

And so, in a sense of though they were very powerful users, it was actually
satisfying the million sort of light users that was a bigger concern, because it was
kind of trying to get the benefit of this out to somebody who happened to be
studying a particular disease, wanted to put a search into the computer, wanted to
get a comprehensible summary of what we know in the databases about that
disease, who didn’t actually think of himself as a bioinformatician. Those were
the users that were worrying us because actually the geeks, A) they always
thought they could do it better than us anyway; so no matter what hell we gave
them they sniveled; and B) they were very capable, so having sniveled they
actually in the end managed to do what they wanted to do and they thought they
were the clever guys who’d done it.

So in a sense, I'm being slightly provocative, but they weren’t really the people

. it was the fact that there was kind of a large pool of users who were just
saying, this is absolutely useless, there’s all this data there and I can’t do ... I
can’t even ask a sensible question and get an answer to it. And that still is very
much where our energy goes in the databases. It’s all in the EBI now of course.
We have a large range of biomolecular data, from DNA sequence data to
transcription information to protein sequence information, protein interactions,
protein structures, and trying to actually enable a user to come in asking a
biological question and get everything that you know that’s relevant to that
question from all of the databases is the challenging task that we lose sleep over,
in a sense. And already in those days, that was getting to be the way we thought
about life in the databases. Which I think probably annoyed the DNA worshippers
and the genome worshippers because we were trying to ... I think they felt that
we didn’t understand how important they were.

So, [GCameron], as you’re thinking back over ... it sounds like you’re a long-
term champion of encouraging as many eyes and computers to be able to get
access to data as possible to maximize the use of the data. So here’s a question
about the political significance of things like the Bermuda statement, and perhaps
Fort Lauderdale, Toronto, these other documents that have been put out there
about open sharing, how significant do you think those statements are and would
history have turned some other direction without them?
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I think those statements are important. I think it was crucial. In the UK, we have a
concept called the public right of way, and this is where if you’re a farmer and
there’s a path across your field that’s been a path for 100 years, then you’re not
allowed to close it even if you own the land. But if nobody walks that path then
you can close it. I think it’s a year or something like that in which nobody walks
that path you can close it. And in a sense, the various meetings and statements
were just like they were holding that public right of way just by exercising and
rehearsing the arguments amongst these high-level people. Time after time, they
were actually keeping that path to that information space open, and if they’d all
just kind of gone away and done their thing you would have found that there was
little [home base?] of protectionism around the data. So I think that actually, it can
be ... well I'm being slightly facetious about it ... I mean I actually think it was
absolutely crucial that there were those high-level meetings that kind of, as I say,
kind of rehearsed the arguments in ways that kept them going.

That’s a really useful statement, and thank you for that.

Yeah, absolutely. So did you feel that there were major impediments to folks
submitting data to your database? Were there problems with enforcing the
Bermuda statement?

Were there problems with enforcing the Bermuda ... I didn’t have any perception
of that being the case. Again, most of the discussion of this is about the high
throughput centers that were involved in genome sequencing. I didn’t have any
perception that there was much problem about that. [ may have missed something
but it didn’t seem to be the case to me. It was more ... in some ways there was
more problem in investigator-driven bits of science. There were people who were
... they really very much were the exception. There were people who would
argue, they had submitted some data and they’d published something that
discussed some of the data, and there were occasional people who were incredibly
nitpicking about this. And they were saying, I published a protein sequence; this
doesn’t mean you can release the gene sequence. They were incredibly nitpicking
about how much of what they'd submitted should be made visible. And we had a
couple of punch-ups about that. But actually, really, in the 30 years I’ve been
doing this we’re probably talking about half a dozen times where we’ve had a
flare-up over something like that. By and large the biomolecular research
community has been exemplary in data sharing. I know that there was all the
business about private genome, the Venter and the Celera genome activities and
the public activities, and it could be that if that battle had panned out differently,
we might be in a very different place. But by and large from the database
perspective publicly funded research has been really pretty responsible. Where
people haven’t complied with the rules it’s mostly been indolence rather than
malice.
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Right. Well we’ve got this list of questions here and we’ve pretty much covered
all of them at one point or another in our conversation.

With the exception of one that I can think of, which is, are there people that you
can think of that we should talk to or documents ... we’ve already talked about
documents ... but are there people that would come to mind who maybe we
should talk to that we haven’t thought of?

There are ... of course you're interested in ... well taking you back into the early
days of the databases, your primary interest is around the Bermuda meetings and
I’m not sure that I would know ... I’'m not sure that [ would actually know people
that were ...

Well even on that earlier stuff. Once we finish this Bermuda project we may well
go back earlier into the database histories.

It’s interesting, because Greg Hamm, who was ... Greg only worked in this for I
guess from about ’80 to *86 or something like that. But Greg was involved in all
sorts of strategic meetings that predated any existence of the databases. Or
another person who might...I can send you some email addresses if you like.
Patricia Kahn, who worked with me, and these are all people they’ve all moved
on to different things now. But Patricia ... persuading journals that data should be
submitted to databases was actually not frivolous. It seems obvious now but
actually in the early days, it was a bit of a battle to get the journals to agree. The
most difficult one of all was Nature, actually.

That’s right, I remember John Mattick getting his back up about all this, right.

Yeah, he said to me that they didn’t want a bunch of secretaries in control of the
scientific record, or something like that, I think was his phrase. But yeah, so
Patricia actually did, on this side of the pond, really spearheaded all of the
negotiation with journals to get them to agree to make the data available. I don’t
know whether Rich Roberts is on your list of people you are speaking to, but Rich
was quite deeply involved in the negotiation.

Yeah, and he was editor of Nucleic Acid Research at that point?

Yeah, and NAR, obviously because of their nature, was an obvious journal to get
on your side. And Rich has actually been involved in the guidance committees
that have guided the databases for a very long time. I think he’s fairly sane, as

scientists go.

And where is Greg Hamm now?
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I always forget the name of the company he’s working for. It’s a German
company he works for. But I can send you his email address.

Yeah, that would be wonderful.

And Patricia as well. Actually, both of them...as I said, I’'m about to retire, though
actually I’ve now been persuaded to do something else in Australia after I retire.
But both Patricia and Greg are coming to my retirement party next week so I’ll
see them there anyway.

Oh, great, great.

Oh, wonderful. Well thank you so much, and if you could send us their email
addresses that would be great. And also, any documents that you may have saved
from the dumpster, even regarding the early history of the European database, that
would be extremely helpful to us and we’d love to see them.

I am passing the archive of documents, Rolf Apweiler will be taking over my
chair and ’'m actually passing the sort of archival documents on to him. The
problem is, it’s not a huge amount, probably sort of like three or four shelf feet of
documents that I have, but a problem is that only a small fraction of it is
interesting unless somebody has the energy. Sometimes you get historians who
have the energy to pore through all that stuff. I doubt if I’'m going to get around to
going through and working out which things are exciting. But I’ve got some early
history stuff. Actually, I’ll send you, not for use without discussion, but I’ll send
you my ... I’'m doing a historical presentation at my retirement symposium.

That would be extremely useful. And just to let you know, we’re going to a
meeting, or at least one of us is going to a meeting at Cold Spring Harbor where
they’re trying to reconstruct some of the stuff. There might be a place to store an
archive and they might actually be able to pay somebody to go see you or see
whoever is your successor.

Rolf, Rolf. Yeah, yeah. So there is stuff like that because obviously I have the ...
things like the original proposals for the EBI, the original handwritten document
that I wrote in the Pasadena Hilton.

Yeah, stuff like, yeah, definitely you want to keep track of that. And maybe we
could get somebody from Cold Spring Harbor to digitize that or something.

And Michael Morgan at one stage said to me somebody was paying him to do
some of this historical stuff.

It’s the same. So Michael is part of this group, as far as I understand. And I don’t
know, this meeting happened on very short notice and I’m not exactly sure what
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the financial state is or who’s doing what. But it was Wellcome and it was
Genentech and it was a bunch of other funding sources.

Yeah, yeah. Okay, well, I have tried to keep the stuff that is of interest. It’s not
desperately orderly but if somebody had the energy they could find a few
interesting things in it. And I’'ll send you that presentation. It’s not actually
completely finished yet, but I’ll send it off to you just for entertainment sake
because it may raise some thoughts.

Yeah, that would be ... thank you so much.

Yeah, thank you so much.

And thank you for your time. And so just to remind you, we’ll be sending you a
transcript and a cover sheet that says this is what you can do with it.

So I gather most of the chain of events...you had some connection in Adelaide as
well. I couldn’t quite work that out.

So [RA] got her degree in the history and philosophy of science. She is at the
University of Adelaide. She’s a collaborator with us on this project.

I see, okay.

But obviously, we’ve had enough challenges with time changes already, so...
Yeah. As I mentioned, I will be working with EMBL Australia in Brisbane after I
leave here, and I thought it’s nice to know there’s something happening in
Australia.

So you’re going to be at the University of Queensland?

Yes.

Okay. Cool.

Though actually, I’'m having a summer ... I'm a sailor and I had always said I was
going do a lot of sailing, so I'm going at the end of the sailing season. I’'m not
going straightaway.

Are you going to be in Perth for sailing season?

No, no, I’ll be here. I'm going to spend time here in the UK in the summer.
Anyway, that’s all good. I hope that’s some use to you.
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