Measuring resistance to chestnut blight (Cryphonectria parasitica) and American chestnut
(Castanea dentata) morphology of backcrossed hybrids in Lesesne State Forest
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Background

C. dentata filled a social and ecological niche in Eastern hardwood forests
rivaled by few hardwood species to date. Restoration of C. dentata depends
on establishing resistance to C. parasitica in the species (Diskin, 2005).

Backcross breeding introduces blight resistance through hybridization with
resistant Chinese chestnut (Castanea mollissima).

Success of backcross breeding depends on selecting individuals that express
blight resistance while resembling their C. dentata parent (Westbrook,
2019). Genetic testing or field-
based observation indices
determine this.
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2 + ’: Image 4 & 5: Cankers caused by chestnut blight fungus, C. parasitica. Blight
R —| g \’:l resistance evaluated by canker size, containment, depth, and appearance. 0
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Evaluation also included presence of exposed wood, canopy or stem death,
stump sprouts, and blight sporulation (not pictured). . 0 . . . o e
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Figure 1: Recapture of C. dentata Figure 2: Blight resistance in Lesesne State _

genome through 3 generations of Forest, 2 generations of backcrossing.
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Image 1: Lesesne State Forest, BC2 orchard. * The C. dentata Morphology index should be improved upon in order to
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