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2. ldentification of Pum1 associated mRNAs
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2.2 Results
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2.2.2 Puml is associated with Cyclin B1 mRNA
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Category Number of
probes
detected

LX-1 Total expressed 9571

LX-1 Puml IP 4467

LX-1 Negative IP 761

Jurkat Total expressed 11559

Jurkat Pum1 IP 1421

Jurkat Negative IP 583

Category Number of

unique genes

Jurkat total expressed

7027

Jurkat corrected Pum1 IP*

513

*Significant enrichment for Gene Ontology category
Regulation of Progression through Cell Cycle, P=0.0007
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2.3.5 RT-PCR
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2.3.6 Microarray Analysis
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2.3.7 Gene Ontology Analysis
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3. Ribonomic analysis of human Puml
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3.2.4 Puml1 associated mRNAs share functional relati
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3.3 Methods
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4. Mechanisms of Pum1 regulation of associated
MRNAS

4.1 Rationale
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4.2 Results

4.2.1 siRNA mediated Pum1 knockdown
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4.2.3 Protein abundance of Pum1 targets after Puml  perturbation
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4.2.4 Abundance of mRNA targets after Puml perturba tion
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4.2.6 Role of Pum1l in poly(A)-tail length of target
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4.3 Methods
4.3.1 Pum1 knockdown

**# 0
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4.3.4 Poly(A) tail (PAT) assays
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5. Puml’s role in cell cycle

5.1 Rationale
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5.2 Results

5.2.1Abundance of Pum1 protein and target mMRNAs dur  ing cell cycle
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5.3.2 Cell cycle phase determination
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6. Subcellular localization and dynamics of Puml

6.1 Rationale
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6.2.2 Effect of Pum1 depletion on stress granule fo
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6.2.3 Pum1 subcellular localization upon recovery fr ~ om stress
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6.2.4 Pum1l mRNA targeting during stress
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6.4 Discussion
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7. Conclusions and Future Directions
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