Kris (NIH/NHGRI) [E] Wetterstrand <wettersk@mail.nih.gov> & July 10, 2013 3:14 PM
To: Kathryn Maxson <kat.maxson@duke.edu> Hide Details
Cc: Cook-Deegan, Robert <bob.cd@duke.edu> “I]
RE: HGP funding data and our archive

1 Attachment, 53 KB Save v Quick Look
Hi Kathryn,
Thanks for the prompt and for thinking about how to deal with this. My concerns come over the phrase in the letter that says
that we won'’t publicly use individual center numbers. So, | think your solution is a good one. You could make all the aggregate
data attached (three worksheets) available now. I’d have no problem with that. Not sure how much that adds to what is in your

paper. Note the attached include the numbers from WashU that we added last fall.

The email can be made available, but can you take out the email address and names in the To: and cc: fields? And maybe white
out- This isn’t a big issue, it would just make it cleaner.

Thoughts?

Kris

See More from Kathryn Maxson
.

Copy of Ceriq.xls (53 KB)
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"Wetterstrand, Kris (NIH/NHGRI) [E]" <wettersk@mail.nih.gov>& August 15, 2012 4:54 PM
To: 'Kathryn Maxson' <kat.maxson@duke.edu>
FW: Request for Center Information

1 Attachment, 25 KB

Hey Kat,
Here is the original message that we sent out to the centers regarding funding, FTEs, etc.

~Kris

From: Collins, Francis (NHGRI)

Sent: Thursday, May 25, 2000 3:58 PM
To: XXX

Cc: XXX

Subject: Request for Center Information

May 25, 2000
Dear XXX:

On behalf of the National Institutes of Health, the U.S. Department of Energy and the Wellcome Trust, I would like thank you for your center’s attendence and
participation in the recent Seventh International Strategy Meeting on Human Genome Sequencing . We found the meeting to have been very useful and productive
and hope that you did also. It is gratifying that the spirit of cooperation and interaction within the international sequencing consortium continues so strongly.

As discussed extensively at the meeting, we are now in the midst of coordinating final efforts to complete the working draft version of the human sequence and to
write manuscripts, including one that reports the sequence. In preparation for the publication and associated materials, it would be very helpful to have some general
information about the centers. This information will be used primarily for background information, and will be included on the Web site and the CD-ROM that will
accompany the manuscript. None of the quantitative information that you provide will be listed individually for your center, but the aggregate totals for the entire
project will be used to illustrate the overall resources and human effort that have comprised this collaboration. The following is a list of information we would like you
to provide.

e The official name of your center
e The principal funding agency(-ies) for your center

e The number of sequencing instruments your center had, by type (ABI 373, ABI 377, P-E 3700, MegaBACE, Li-Cor, or other) as of June 1999, December
1999 and June 2000.

e The total number of staff (FTEs) currently working in your center in each of the following categories: Directorial, Library construction, Production
sequencing, Finishing, Development (of informatics, automation and biochemical systems), Other support staff.

e Approximate amount of fund (in USS$) for the 15-month period from April 1, 1999 to June 30, 2000 spent on human sequencing.
e List of all personnel, past and present, who should be considered authors of the draft sequence and listed on a web site

Please use the enclosed format to forward this information back to Jane Peterson (jane_peterson@nih.gov) and Kris Wetterstrand (wettersk@mail.nih.gov) by Friday,
June 2, 2000. They will be happy to answer any questions that you may have. Thank you very much for taking the time to provide this important information.

Sincerely yours,
Francis S. Collins, M.D., Ph.D.
Enc: 1

If you have trouble with the attachment, the chart is also copied here:
Official name of your center

Principal funding agency (-ies) for your center

Number of Sequencers by type at three different points in time
ABI 373 ABI 377 P-E 3700 MegaBACE Li-Cor other

June 99



mailto:jane_peterson@nih.gov
mailto:wettersk@mail.nih.gov

Dec 99

June 00

Total Number of FTEs in each of the following categories:

Directorial

Library Construction

Production Sequencing

Finishing

Develop Informatics

-ment Automation
Biochemical systems

Other Support Staff

Approximate amount of funds (in US$) spent on human DNA sequencing for the 15-month period from
April 1, 1999 to June 30, 2000.

List of all personnel, past and present, to be considered authors of the draft sequence and to be listed
on a web site (attach separately, if needed)

Center Info...rt.doc (25 KB)




Center | Official Name Funding Agency(-ies) | Country
BCM Baylor College of Medicine Human Genome Sequncing Center NHGRI us
. . . . Chinese Academy of Sciences (CAS)
BEIJING gﬁ:‘;gif:'c‘:glﬁf 'gfsgt;t:r/] '::g‘a” Genome Center, Insitute of Genetics, |y it 'of Science and Technology (MOST) China
Y National Natural Science Foundation of China (NSFC)

DDBJ DNA Data Bank of Japan, National Institute of Genetics Ministry of Education, Science, Sports and Culture Japan

GBF GBF - German Research Centre forBlotechnology BMBF - German Federal Administration fro Education and Research Germany

GS Genoscope French Ministry of Research and Technology France

GTC GTC Sequencing Center NHGRI uUs
DLR, Deutsches Zentrum fuer Luft- und Raumfahrt e.V.,Projekttraeger des BMBF; BEO, Projekttraeger Biologie,

IMB Institute of Molecular Biotechnology Energie, Umwelt Projekttraeger des BMBF und BMWT; EC BIOMED2 - European Commission, Directorate Scienece, |Germany
Research and Development; DFG - Deutsche Forschungsgemeinschaft

. . US Department of Energy.
Jel US DOE Joint Genome Institute Office of Biological and Environmental Research, Human Genome Program us
. . . . . Japan Science and Technology Corporation (JST) / Science and Technology Agency (STA), Japan Society for the

KEIO Department of Molecular Biology, Keio University School of Medicine Promotion of Science (JSPS) / Ministry of Education, Science,Sports and Culture of Japan Japan

MPIMG Max-Planck-Institute for Molecular Genetics, Berlin, Germany gi(iie;rtayl German Ministery of Education, Research and Technology (BMBF) through Projekttraeger DLR, Max-Planck- Germany

RIKEN RIKEN Genomic Sciences Center Science and Technology Agency, JAPAN Japan
The Wellcome Trust

SC The Sanger Centre The UK Medical Research Council UK

STSTDC |Stanford Genome Technology Center NHGRI us

UWGC University of Washington Genome Center NHGRI uUs

. . . . . NHGRI

UWMSC |Multimegabase Sequencing Center; Institute for Systems Biology US Department of Energy us

WASHU  |Washington University NHGRI us

WIBR Whitehead Institute for Genome Research NHGRI, us

Functional Genomics Corporation




Country Funds (M) Percent

China $ 10 3%
France $ 9 3%
Germany $ 1 0.5%
Japan $ 16 5%
UK $ 88 28%
us $ 186 60%
Grand Total $ 310




Sequencers FTEs Budget
Date |ABI373| ABI377 | PE 3700| M®9%" | Li.cor | other | Total Dir. Library |5 04 seq.|  Fin Development Mapping | Other Total uss
BACE i Const. i i IT Auto. Bio. Sys. Million
Jun-99 sa| 247 131 27 86 16| 565
é'émers Dec-99 38| 261 264 137 86 16| 802 61.1 187.8 4255 179.3 155.3 246.5 47.7 84 1663 | 14335 310.4
Jun-00 of 230 341 202 86 1| sss
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