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Supplementary Figure 1. Pair-wise LD plot between the 100 SNPs in BIVM-ERCC5, GTF2H4, COPS2 and ELL with FDR < 0.05. Based on it, seven tag SNPs (rs1264308, rs12870541, rs1323697, rs141308737, rs1469412, rs34664859, rs4808136) were chosen for further analysis.ELL
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Supplementary Figure 2. Regional association plots of the four independent SNPs in the NER pathway genes. Data points are colored according to their level of LD of the each SNP with the tagging SNPs. The left-hand Y-axis shows the -log10( P-value) of each SNPs, X-represents the chromosomal base pair position with an extension of 500 Kb up and downstream of the marker SNP. The right-hand Y-axis shows the recombination rate estimated from the hg19/1000 Genomes European population. a. BIVM-ERCC5 rs1323697; b. GTF2H4 rs1264308; C. COPS2 rs141308737; d. ELL rs1469412.






Supplementary Figure 3. Position weight matrix (PWM) based Sequence Logo, which showed rs1323697, rs1264308, rs141308737 are located on the LUN-1, FOXJ3 and ER motif, respectively.
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