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National Institutes of Health
DEPARTMENT OF HEALTH HUMAN SERVICE National Human Genome Research Institute
.0 TH & HU § CES FOIA/PA Office, RKL 1, Suite 6070
6705 Rockledge Dr, MSC 7957
Bethesda MD 20892.7957

April 22, 2011

Robert Cook-Deegan, M.D.
Duke University
Institute for Genome Sciences
& Policy
Durham, NC 27708 Re: FOIA Case Number: 11-FOI-00165-NHGRI - 38639

Dear Dr. Cook-Deegan:

This is our final response to your March 3, 2011, Freedom of Information Act (FOIA) request
addressed to the National Human Genome Research Institute (NHGRI), National Institutes of
Health (NIH). You requested: 1) any notes (hand written or otherwise) taken at the 1996
International Strategy Meeting for Human Genome sequencing, and 2) any email or memo
summaries of this meeting distributed within National Institutes of Health afterwards.

We searched the files of the NHGRI Office of the Director for records responsive to your
request. That search produced 48 pages responsive to your request. Enclosed are: 1) notes taken
at the 1996 International Strategy Meeting for Human Genome sequencing (45 pages), and

2) email/memo summaries of this meeting distributed within National Institutes of Health
following the meeting (3 pages). A total of 48 pages are being released with this response.

In certain circumstances provisions of the FOIA and Department of Health and Human Services
FOIA Regulations allow us to recover part of the cost of responding to your request. Because the
cost is below the $25 minimum, there is no charge for the enclosed materials.

Thank you for your interest in the National Human Genome Research Institute.

Sincerely,
Léu‘w@\ CL@’
Christy Cecil

Freedom of Information Specialist, NHGRI

Enclosures — 48 pages
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RESQURCES AVAILABLE

Name of participant : MM mw /ij Ve - THGR.

Nature of res’eur‘ces avrailable‘(éo&ware, maps, clones etc.)

Sobdue

T 168 Assembler - c.efuﬂm?f axemL{j
HeACM - hexame. Em.ei aom(qs»‘l'f“‘ ‘}'W[ .

. ﬁaﬂh Gﬁn%“k e%_,,,ﬂ}-pan QQ'Q*WQ(G‘

’ﬂgﬂl ﬁjW SM
/’}Mﬁ (ﬁ)}fg M‘&*“ 22355000 557."5, >§l oo THC ag.sgm“‘g

Available vig: -

2wl ne.7mes% to wue,w@+3,

DB olones ﬂw-ﬁ\ T‘&-e'ff"'f“&@ and ww
Any conditions attached: B

- ore.

(7 Fony keflwge,;


http:o~~wo..ft

RESOURCES AVAILABLE

Name of participant : ﬁNSO/&@Z?%/{gC

Nature of resources available (software, maps, clones etc.)

~ SEQENCING TECHNOLGY~ 100 R A/fa econ
Gevesiipp~LSEMBLY PRO& eH17 L

+ S’g@uw\/(‘? AN A CSSLY
W
Oawu/ W’_
’ RAND (W éém%fﬂ 20 b,

7 Mﬁ ! W /ﬂgt ?:2;(3-_%%

— Mo CLoMING  &APC

Available via:

033@(0’@

T Ao, -6;2 i)l

Any conditions attached: <77 3(’
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RESQURCES AVAILABLE -

Name of participant :

Tony Carrano
Lawrence Livermore National Laboratory

Nature of resources available (software, maps, clones etc.)

Resource
High-resolution, metric map of chromosome 19~

Arrayed cosmid libraries of human chromosomes -

IMAGE collection of cDNAs

DNA sequence sample tracking software
Clone fingerprinting assembly and database software

Mapping infrastructure resource

' Published version available in Dec

issue of Nature Genetics. Detailed

- version available by collaboration

“Through major genome centers. Soon

to be available through the UK and
German resource centers.

" Available through industry and -

Tesource centers.

Contact Tom Siezak @ LLNL
Contact Tom Slezak @ LLNL
Contact Tony Carx‘ano @ LLNL

(creating hxgh«resoluuon sequence ready maps m coszmds and BACs)

Available via:

see above

Any conditions attached:

Creating maps as part of the mapping infra’structumfresourcé wduld mquife funding.




RESQURCES AVAILABLE |

Name of participant ge LCHAR ) DLARB TN/

Nature of resources available (software, maps, clones etc.)
SoFTrans;  pCeds &ﬁ;%u( sallee
Sﬂ’ﬂ CCw-. S‘o&féw?&wér’ o%%/d’i/“‘“"” o
ch_ m Cﬁ" “ > i q‘q“',‘v | ‘;st’:

JoDENT ~ seseec m—o»f;\-a-"“/c ep@é» aﬂc»-»g&)

mrcemrc .-ff/&ewv/ﬁ?"?f’f I an Méwﬁ—wﬂg ’ébé

Available via: ANQ?WO v TP Cg:'n? SMG»&Z A—( &&K’)
- e R)@m*fﬁﬂf MW"

Any condmons attached

I\é WUM}WM Cue '4‘3 CQA,?MJ 0"()


http:vSff/'JCrB(.t4c.Ue

Resources Available

‘Name of participant:

Glen A. Evans

Nature of Resources:

L

Chromosome 11 Sequencing DataBases

YAC/STS coordinates database

cosmid end sequence database

YAC-cosmid coordinate database

Primers {(new STSs) ' ,
Homology /Identities listed by match significance

Chromosome 11 sequencing data (complete cosmid/PAC sequences)

11p15 project, 11p12 project '
WWW- http://medermott.swmed.edu/
Genbank

Clone libraries

chromosome 11 cosmid 5X, arrayed
chromosome 11 YAC ?X, arrayed (T. Shows/N Nowak RP)
chromosome 11 and 15 PAC set in preparation

(can be made available on request to G. Evans)
Software

Mermade driver software for 192 channel synthemzer
Primer prediction software for primer directed walking
SUMU Lab sample tracking software

Robotics control software for Biomek

Data Inspector software for sequence quahty controi

WWW  http:/ /mcdermott swmed edu/

Hardware specifications and construiction plans

Prepper Il miniprep robot

Mermade 192 channel ohgonucleot:desynthes1zer
Lab workstations - o
TREC multigel controller


http://mcdermott.swmed.edul
http:http://mcdermott.swmed.edu

Lab workstation plans and ordering information
WWW  http:// mcdermot}t.sw:med.edu /
Available via:
WWW  hitp:// mcdermott,swmed‘.edu/
Any conditions attached:
Data resources are made available within 6 months after generation.
Hardware and sofﬁware, are supplied without warranty and without

support other than helpful hints when needed. Hardware specifications and
plans are available to all non~commerical users.


http:http://mcdermott.swmed.edu
http:mcdermott.swmed.edu

Name of participant : C MWt T\ g

Nature of resources available (software, maps, clones etc.)

C M ey | . ”;m\ :
ete Wat « Sl vf\uwv&&rs _

S A obvw?\e\“l ; G | .y o
= \im\'e*& RN Somsw et
S~ Loee |
o SO & k\*“'”\'v“"**
CAsD0 e N A e (;'vt.k

RTINS

NN TN L”‘-“*’ [e &f“f’)

VN \b\ N W\W»

Available vig: W[l eaa sy

Any conditions attached: N



SOURCES AVAILABLE

Name of participant : (9\ : C .
Q {)C\/\C.A e @Q :{»LS

Nature of resources available (software, maps, clones etc.)
- X C,meo:‘:&m ra G}DPC{; r&a()%ts .- ;”"1"&{;‘9; o
blnncﬁt cosmids ~,>/ ’20230) “ o
- fegutestowmidy od (e g 1Naien fom
> | mip o bomar DA oo, Xchly +((-,f"'?“-‘”3?“’“=:/“-u(/
MqlM ; (@jmxaﬁ C}ﬂ/l’ﬂ }/&z’s Q‘Vq"‘/c_(/‘(__

Available via: , o , .
BL % (/L.mmawmm - (.LIL | /ﬁe,g,o;,,ma ~ ' A Lc _
i~ rempedhive. ek e s Sre-elekitent i
Any conditions attached: | |

Vs



RESOURCES AVAILABLE

L » \
Name of participant "T CoNof l/\w-ﬂ\« (as

Nature of resources available (software, »maps, clones etc.)

;>\~£’DDD \’l\u\m mh?fg3 CTC¢

4 C-){@DO Muoanse ,N\&F‘()ﬂj QQRS

C\QAACG( &(,\S& C\O«\ M’\A\jc{'fs“ Cw\) Q)CA{C“H;‘
S%%Q“M‘( UV e | o J

@mmu r\)l(l«:ﬂ) %\’\"‘Jz,‘*& ;(,(’){ZU"_\G!L 1Lr)
Lo&; @&St Q)\J(c\loeo\ﬁe; @JQW\ | |

Availablevia: | f L
| \Akk? g J VDO '.3‘3""”9‘\““ (STIN m:t&“ ‘qo\&;

~ Any conditions attached: | |
P e



RESOURCES A

VAILABLE

Name of participant : |4 Deandt H{H{M

Nature of resources available (software, maps, clones etc. )

SOFTWATLE - - GETLANES
Kemefic

(ader M@ff“) L
(w\slx 2\6% {““ ﬁmwﬂ
lame. MC}MV@

Pp (e processng Apre)

Pl (@ﬂ-mllmg) %\
 prieaP v
FINIsH { &»uoww
| hnisih U
Dhee (&ﬁmmwm sl

L 1‘5 art ?Aﬁg MMW?MC,

ehner < r‘“‘ himl
Available via: HP"// geV}OW\ﬁ WMS @‘M/ﬂs“l"w@

PHEED & PHEAP sysiaide 31«3@u wahinete

MCEDB Codt. avatloble - niht.
Any conditions attached:

retak. & PP
“whengive dewclop

sw .edu

i nih gov /pu‘:]rcpomﬁ{j/aud%

ane ‘gh \ %dfaf
gt |



RESQURCES AVAILABLE

Name of participant : ::P IBTER )= Nower

Nature of resources available (séﬁwvare,wmaps,”cloncs etc.) . “
s o ko anseraye 'W\S@{' |
Fluamam @&C \t\o\mkuy ‘(,_‘ xG;;‘@c[cL R&W\f&ﬁ&\\* '

de daae oS 28 A
(M "%wc:\?&m‘o\ﬁ&) e 209 Wl dubes)

Hamon 300 Woraky  ca5. fld redundant)
omdedome DNA bop dsed -tk
Huwman BRC Yoy,  © W gegress
6\6()@'2&* o ddier  w© -Q‘Dktg Y‘é«:&u\;\é&mk S

‘m{ WMoy g6 and %o Ll \21( Sulmer 2}6 ‘

Avaﬂable' via: Pal , Rosweld P@‘c;’ Cq\(mr T@K*‘-&Q

Anyconditionsattéched:“‘ - S
. _ No secondary dirbubon & Wswavy -

C ro prblens o dohouke edivduel

_ Gekrecores, & \abex Alasticware s

wmoling  coshs Ler Worar, rey\icdler .


http:l~laSh.(:\tJ()..VQ

26-FEB-1996 13:68 RLDB MPI-MG BERLIN : o +49 33:841313’957 S.QZ |

RESOURCES AVAILABLE

Name of participant: Dr. Hans Lehrach

Nature of resources available (software, ,maps,‘ clones ete.)

The Resource Centre distributes high-density gridded filters of genomic libraries, cultures.
of individual library clones, or (in the future) PCR pools.

The table below gives details of those genomic libraries for which this service is now
available, in the near future this will be supplemented with libraries from the LM.A.G.E.
consortium: |

| Cosmid (Human)
L4/FS| Chromosome 1 specific cosmid library 112
L4/FS6 - | Chromosome 6 specific cosmid library . 109
1A/FS7 , Chromosome 7 specific cosmid library | 113
LA/FS1) Chromosome 11 specific cosmid hibrary | 107
LA/FSI3 - | Chromosome 13 specific cosmid library 108

| LA/ES17 Chromosoms 17 specific cosmid library | 105
14/FS18 Chromosome 18 specific cosmid library 11

| L4/PS21 , Chromosomie 21 specific cosmid library , 102
LA/FS22 Chromosome 22 specific cosmid library 106
TARSC X/LA Chromosome X specific cosmid libraty 101
LA/FSC X Chromosome X specific cosimid library , 104
Cosmid (other) |
L4/S Pombe '§.pombe specific cosmid library 60
L4/B/S.Pombe S.pombe specific cosmid library 61
Fugu-Cosmid Fugu DNA partial cut with Mbaol in Lawristd - 66

and DH10B ‘

P1
P1 Human Total Genomic P1 Human Library 700
MP1 Mouse P1 library | Total Genomic Mouse C57/Black6 P1 Library |. 703
pomP] | Schizosaccharomyces pombe (w972 h-)P1 | 705
Human PAC | Human PAC library brought by PeterdeJong | 704



26-FEB-199% 13:00

Name of participant:

RLDB MPI-MG BERLIN

Dr. Hans Lehrach

+49 30 B4131395 S.83

(Continued)

Nature of resources available (software, maps, clones etc.)

(Continued from previous page)

YAC (Human)

4XYAC Human YAC library 900

4Y YAC Human YAC library 901

CEPH YAC Human CEPH YAC library 204

LSXY Human YAC library 912

C3H YAC Mouse YAC library 902

YAC (other)

St.Marys Mouse YAC | Mouse YAC library from female C57BL/10in | 909

RADS2 host strain which is recombination deficient
due to mutation in RADS2 ‘ ’

Lo 1AL MIVUSS X AL BUIELy P VR

Whitehead Mousc ' Large insert Mouse YAC library constructed at 910

YACI the Whitehead Institute for Biomedical

I Research/MIT Center for Genome Research

pomYAC Schizosaccharomyces pombe (wt 972 h-) 913

> YAC library . ;

ICRF Pig YAC Pig YAC library o 907

LMUB Pig YAC Pig YAC library from Lymphocytes (~300KB 911
average inserts) from Luodwig Maximillian
Univ.Muenchen

¢eDNA (Human)

Human fetal brain Human foetal brain cDNA made from 17 507

cDNA = week embryopolyA+RNA - - | T

HFL cDNA ¢DNA using 4T primed poliyA+ pu.riﬁcd RNA 312
from 21 weeks old human fetal liver

HTE ¢DNA cDNA using dT primed polyA+ purified RNA | 508

‘ | from 21 weeks old human getsd ymus

HPO ¢cDNA ¢DNA from 2] weeks human foetal lung, poly 515
dT primed, directionally cloned, excise :

¢DNA (other) o

MBR cDNA Mouse aduft brain ¢cDNA synth: oligo dT 510
primed,directionaily cloned; cloning site:
Notl/Sall; 1.5kb average msert size



26-FEB-1996 13:01 RLDB MPI-MG BERLIN 449 30 84131395 5.94

SOURCES AVAILABLE (continued)

Name of participant: Dr. Hans Lehrach

Nature of resources available (software, maps, clones etc.)

(vee previous pages)

Available yig:
The Resource Centre/Primary Database of the German Humaa Genome Project,
Max-Planck-Tnstitut fiir Molekulare Genetik,
(Abteilung Lehrach),
IhnestraBie 73,
14195 Berlin {D‘ahlem)
GERMANY :

Tel: +4930 8413 1627

Pax: +49 30 8413 1395

WWW: htto:/rznd.rz-herin.moe.de/

Any conditions attached:

Distribution of these resources will be free of charge to all pammpams in the Gemmn Human Getmme iject
otherwise charges wﬂl be made to cover manufacmnng cxpenscs and postage costs. .

Tn the case of some hbranes addmonal condltmns gcve:mng usage and distnbutiou have been 1mposed by tho -
oWners.


http:Jhnestra.Be

RESOURCES AVAILABLE

Name of participant : (\“DAWO N, L A

Nature of resources available (software, maps, clones etc.)

b fcer < So e

S‘C/)é)}j AH/G.'//WWW./?Céf‘,’i/"r\i’lr‘éjo‘/

Available via: ww' | FTP, Covery

Any conditions attached: Jone



RESOURCES AVAILABLE

Name of participant:

Dr. Robert K. Moyzis | Ph: 505-667-3912
Center for Human Genome Studies FAX: 505-667-2891
Los Alamos National Laboratory email: moyzis @telomere.lanl.gov

Los A!amos, New Mexico 87545

Nature of resources available (software, maps, clones, etc)

A)
B)

C)
D)
E)

Complete digest libraries for each human chromosome

Partial digest phage and cosmid libraries for approximately half of the human
karyotype (phage: 4, 5, 6, 8, 11, 13, 16, 17, X; cosmid: 4, 5, 6, 8,9, 10, 11, 12, 13,
14, 15, 16, 17, 20, X, Y)

YAC libraries for human chromosomes 9, 12, 16 and 21

M13/STS libraries (can be constructed for any human chromosome)
High-resolution YAC/STS/cosmid maps of human chromosomes 5 and 16

Available via:

American Type Culture Colleetmn ,
Request from Los Alamos. Will also be available from commercial sources
Request from Los Alamos

Collaboration with Los Alamos

htpp://www-Is.lanl. gov; GDB and GSDB; request materials from Los Alamos

Any conditions attached:

A)
B)

Smali fee; agreement to acknowledge Los Alamos in publ lcatlons -

Must sign Mataerial Transfer Agreement with University of Califomia limiting use s to
sclentific purposes, limiting further distribution and agreeing to a Iimited callabo—
ration with Los Alamos investigators

Coliaboration with Los Alamos

Collaboration with Los Alamos

Sequencing coordinated with Los Alamos


http:Unlversity.of
http:htpp:J/www-ls.lanl.gov
mailto:moyzis@telomere.lanl.gov

RESOURCES AVAILABLE

Name of participant : R rchard Mx‘; ers ¥ ’bﬂ"“\d‘ G’,x

Nature of resources available (software, maps, clones etc.) | | |
~ foo panels of while gemome tadlabibn hybrd DA
( Stantord €3 pavel ~ Hoo Ko ,resa{v%‘mﬁ
(Stomfecd TWG pane( - (oo kb ﬁas.tuf«m)
availalole Hhom Reseorch Genethy _
~ mep pos."{&usi of 7300 STS3 en the €3 ““é*\f‘@‘&"\ &7&"‘@?

-~ an ewmad Server QW@»«}W\? &‘ﬂo“b{@s STTS e doe 7
M&m‘& Scowes o be (:;_{chq-a_i‘el w:t&uz_ wHA Qe
roppdny ekt on Hhe €3 hybrdo

Available via: ' ’ , | | o
T bttt www —shqc. stanfnd. edec

Any conditions attached:

~ i €



RESOURCES AVAILABLE

Name of participant : 8 ruce ’\Qa e_ |

Nature of resources available (software, maps, clones etc.)

L&d\ﬁ@ Fﬁ:{‘(j} 1‘&/ rP"'C’"l“’C o‘ls

Cosmi , P1 ad gAQ'%é%uwm;Qdég (I"’ ?’“‘3*’5)

Available via: - “TT?;//C{V,@_L.&@:.uaisnbr,eé?q |

 Any conditions attached:

LQ.’{‘ kavw’g \/Om ‘?MQ JM‘“&L\% Co / 4@( w.g%m‘nc& -



RESOURCES AVAITABLE

Nameofparticipantk: Me}()}n I~ SWnDW,

Nature of resources available (software, maps, clones etc.)

/. MO(JSC’ /&?’ES&[/ 3/?516(,9/7 0735“006 (AW’.S
(n /a)/('ouﬂmg@

. Hirra Z/émjﬂ%f 84 ¢4 /f:/’ﬂf”y/s ’7@ o000 olones

3. thimp Sporm  BAC Librwry ¢ 7;;, (’%‘ﬁﬂ

(ove
% )L/I//ho/%a ?//p;,z/:e; 7/15 éﬁ@ z/éw?‘f/ A 5&5 :acs C_Z?: 3 5

Fes «%,t*c’csz);’”éfe)

j/&b’?@? S;Qéfh"? ﬁ;&’C zx&ﬂ/‘? D 75*-0(36 (—65),7‘33

,1 Avii};;a,{}ow ﬁ/ﬁfhé/( /&S?&mf/é?ﬁm%(;];,&%@///‘,gg 5 e

#L %yﬁ//ﬁék Pecoorch Eopelics Tne (Apre/ /9‘95) |
%/ Kny cor%/ tions’ attacfﬁdk DCFeENING YiB ///m&,ﬁ S 4/‘2‘«&&,‘? —

BnloSg Dwsroa G/ Feck - ﬂWE/Wﬂ‘ -

23 ~(81%) 79~ 706
xﬂ/g‘a See s

74 mw sz ok (@f?

W {?/év'?f o /@T?fc%?ow.s M«{
Wﬁk&f A Chier mﬁd/f/ﬂ/



Name of participant

Jim Weber

Nature of resources available (software, maps, clones etc.)

Crude, but comprehensive human linkage maps

STRP information

Methods

Image analysis software , A

Construction information for water bath thermal cycler and some SCAFUD
corﬁponeﬁts | ‘ | - -

Sequence assembly simulation program (from Gene Myers at Univeréity of

Availabie via:

Website: hitp://genetics.mfldclin.edu
Email: gene@cs.arizona.edo

Any conditions attached:

Software is not‘supported';‘


mailto:gene@cs.arizona.edu
http:http://genetics.mftdclin.edu

RESOURCES AVAILABLE

Name of participant :
Yean Weissenbach

Nature of resources available (software, maps, clones e’tc.’)'

The Généthon Human Linkage Map
(5,264 microsatellite markers)

Map + description of reagents |
(sequences, primers, alleles, frequencies, etc.)

Available via:
http://www.genethon.fr

Any conditions attached:

ffeely available


http:http://www.genetbon.fr

To: Colline, fc23a € nih.gov>" <fc23a@nih.gov {(¥Francis)} @ INTERNET

ces (bco: Francis Collins/DIR/NCHGR)
From: GuyerM @ odder.nchgr.nih.gov ("Guyer, xark") ] INTERNET
Date: 03/12/96 04:07:00 PH

Subject: Bermuda report

Here's the summary that we gave to the staff:
Summary of program staff meeting -- 2/292’96
Report on the International Strategy Meeting on Human Genome Sequencing

Mark and Jane both have copies of the full agenda and attendance list, if
anyone wants to see them. The major groups that were represented were:
Sulston, Waterston, Lander, Myers, Venter, Ansorge, Carrano, Moyzis, Evans,
Caskey, Chen, Gibbs, Hood, Lehrach, Rosenthal, Weissenbach, McCombie; Roe,
Weber, Hattori, Simon, de Jong, as well as Lipman, Fields, Ashburmer. There
was more than one person from several of the groups, a total of 50 people
altogether, including agency types from Weﬂcome, NCHGR, D{}E MRC, Germany,
Japan, and HUGO.

The major topics discussed were:

the sequencing plans/strategies/accomplishments of each of the groups;

the sequencing resources each group has and will make available (a list
of these should have been distributed to staff); -

data release;

data quality; ,

coordination among large sequencing groups.

Some of the key conclusions were:

most sequencing groups seem to be converging on a general strategy of using
BACs selected by STS screening and a combination of shotgun and directed
sequencing strategies; other strategies, including BAC end sequencing across
the genome, shotgun sequencing of the entire genome, and sample sequencing
across a complete chromosome were discussed, but in none of these cases was
there group consensus. that the strategy was superior to the
generally-accepted paradlgm

data should be released regularly and very quickly from large-scale
sequencing

projects, perhaps as frequently as daily but. maybe weekly would do, this
refers to preliminary data {i.e. contigs > 1 kb, not finished to database


http:odder.nehqr.nih.gov
mailto:fc23a@nih.qov

submission quality) which would be put up locally automatically; it was also
agreed that finished, annotated sequence would be immediately submltted to
databases;

the attendees unanimously agreed to the following statement: for primary
genomic sequence data from large-scale sequencing projects, the aimis to
have all sequence freely available and in the public domain for both

research and development, in arder to maximize its benefit to society.

This was intended to mean that the primary producers of the sequence from
the Human Genome Project would not attempt to patent the sequence they
generate. This statement was understood to be the sense of the attendees
and that different organizations/agencies/countries might be under different
constraints that might or might not allow them to adopt this as policy. The
agencies were, however, urged to foster such policies. :

data quality issues -- representation of data quality is becoming possibie
should be reported along with sequence data, particularly in the case of
preliminary sequence; the group seemed to be moving toward agreement that
the goal is 99.99% accuracy :

International Coordination:

As a first step, each of the groups present discussed its goa{s for the next
few years:

Seattle: 25-30 Mb in the next 3 years; primarily centered around the T cell
alpha and delta regions on chromosome 7; also the human and mouse MHC
regions '

TIGR/Cal Tech: 30 Mb in 3 years on chromosome 16p

German conéomum (administered by A. Rosenthal at Jena): 30 Mbof .
chromosome 21 (excluding the minimal Downs and PME regions); 1-2 megabase
regions of X (Xq28, Xp11.2, the PAR1 reglon) 7,11, 17 :

LANL: Moyzis original statement was that he intended to do one-pass
sequencing across all of chromosome 16; by the time the meeting ended, he
was reconsidering that and discussed producing finished sequence of regions
of chromosome 16p not being pursued by Sanger or TIGR (a total of about 20 .
Mb) plus a region near the Sp telomere amund the Cri du Chat locus

Whitehead: 105 Mb in 3 yr; human chromosome 17 and mouse syntemc regions
plus a few random megabases here and there

Baylor: 30 Mb in 3 yr in Xa28, Xp22, 12p‘l’.3


http:Rosenthal.at

Okiahoma: |am funded to do 6 Mb in 3 years ; working on the region of 22q
between NF2 and the centromere; this is being coordinated with Sanger and -
Wash L}

Japan: did not say, will report by correspondance after the meeting

Chen/ABD: 4 Mb in various regions on X (this is being coordinated through
the X chromosome workshops)

LLNL: 50 Mb in 3-5 years on chromosome 19 and mouse syntenic regions
Wash U: 100 Mbin 3 years; regions on chromosomes 7, 22, and X to begin with
CSHL: 5 Mb from chromosomes 13 and 18

EMBL (Ansorge): cDNAs from chromosomes 21 and X (a total of 2 Mb)

Sanger: 150 Mb in 3 yearﬁ {(actually funded for 7 years to do 250 Mb);
beginning with 22 and regions of X, then have all of 6 and 20 targeted,
followed by chromosome 1

Marshfield: whole genomic shotgun sequencing will be pursued, hoping for a
level of 2-4 Mb (raw?) per year

Dallas: 11p15.5, 11p12, 1123 (2 mb in each region in 2 years); also
pursuing sample sequencing across the whole chromosome.

Agencies: Each of the agencies made a short presentation about its plans.

The gist of the information discussed was that the major funders for

production human DNA sequencing wili be NCHGR and the Wellcome Trust. There
is a possibility that DOE and the German genome program will make some
significant contributions. There was a brief allusion to developing French

plans that could not be discussed in public at present.. The European Union

and the U.K. MRC will not be spending significant amounts of money on
production sequencing. And the Japanese were silent.

There was general agreement that this had been quite a useful meeting and
that it would be worthwhile reconvening (perhaps a smaller group) about a
year from now.
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